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BLIZERB L TWLWE T, SPBLIE. 47 nM (kon=4.69 X 104 M1s1H LY
kot =2.2 X 103s1) OEHMMTRBDICKER L. COBESHEMMLIZ. 2
RACE2DSARS-CoV-2 RBDADFEE DRI ICIEH L 9, Lich>T
SBP1id. SARS-COV-2REDR/INA IRV IN0BHEAN—FTBL
T. ACR2D#EERITEBA T RARERE B3N H D £
ENS

=R a))

FMME ORI, P, REEDITTIE. FEISARS-CoV-2(Zxf
TRREEPVIVFUVEREDIDD. SRMETHMATERDH S

) — RMEAEDZIRICRRIRN T s A1 T 1 7 AEENFIE. BRIAER T
TIdB <. BREDOTE RZEES SUBBOFMR /NS X —2 %5
RET, —AZORBET v O BRBEREHEORE % AJREIC
LET. EEROHEICNMZ T, fMOIOFT1ILRADX > N—PEhE
TRBEERFMOT. AETZHIC. HFTHEIFOctet 7 v 1 %2 FAH
LTEFLTze TNHSDHBEMERIL. SARS-CoV-2IIxt T BIRED
AEEROERMBE HEAMED DI-OICIEEICEEERHDT L, K2
I BESLVOSEFTOIOFITILRFAEICEL T, Octet7 v
AZFERALTVBARICOVTUV DA EEIRL. BEYLIZHDTY
(Reference 20-27) . TNHDHAEIARTICHWVT. TICHER DDk
BNA T2 =TI X M) —DRAM L. Octety R T LDFHELXR
TIEMEAEDEBZ T, A—H—HERE 153 % AIBIC5EHE
L. BEONYTIVIICHT 3T 0 F U 0BEED O DGR
FREEDD ZEHDHBEICARD F LT,

Analyte(s) Immobilized ligand(s) Virus species Assay focus Biosensor Reference

ACE2 Fc-tagged SARS CoV-2 RBD SARS CoV-2 Cross-reactivity and receptor binding AHC 12

ACE2 SARS-CoV-2 S, SARS-CoV S,  SARS CoV-2 Receptor binding HISTK 10

mAb, MERS S protein, SARS CoV-2 S1, SARS CoV-2 SARS CoV-2 VHH and mAb binding assessment, AR2G 13

VHH RBD Epitope binning

Fab, IgG SARS CoV-2 S protein, SARS SARS CoV-2 FAB, IgG binding characterization HISTK 14
CoV-2 RBS

ACE2, SARS-CoV RBD SARS-CoV-specific SARS CoV-2 Cross-reactivity binding SA 9
neutralizing antibodies

Antibodies Biotin-Recombinant SARS- SARS CoV-2 Neutralization antibody assessment SA 8
CoV S1 protein

FAB, ACE2, SARS S mADb, ACE2 SARS CoV-2 Receptor binding, antibody AHC, HISTK 5

protein reactivity, competition assays

SARS CoV-2 RBD Inhibitor Peptide SARS CoV-2 Peptide inhibitor development SA 15

mAb S1Band SARS S__ domains SARS CoV and Antibody reactivity assessment HISTK "

SARS CoV-2

SARS CoV-2 RBD, mAbs, SARS CoV-2 RBD, SARS CoV and Antibody binding characterization, Protein A, 7

SARS CoV RBD, mAbs, SARS CoV RBD SARS CoV-2 epitope binning, competition binding  HIS2, HISTK

FAB

Coronavirus S proteins Biotin-9OAc6SLN SARS CoV and Receptor binding SA 20

MERS CoV

MERS-5HB fusion Biotin-peptide (MERS-HR2P) MERS CoV Protein Inhibitor development SA 21

inhibitor

mADb, MERS S protein mADb, MERS S protein MERS CoV Epitope binning and Receptor SAX, 22

binding Protein A
MERS-CoV S mAbs MERS CoV Antibody reactivity measurements, AHC, HISTK 23
competition assays

MERS-CoV NTD, mAb MERS CoV Antibody reactivity measurements AHC 24

mutants

MERS S-protein mADbs MERS CoV Antibody reactivity measurements AHC 25

RBD/S1/S2 antigen Vaccine-induced mouse MERS CoV Antibody reactivity and epitope AHC, HISTK 26
monoclonal IgGs binning

FABs MERS-CoV RBD MERS CoV Epitope binning HISTK 27
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https://science.sciencemag.org/content/367/6483/1260
https://linkinghub.elsevier.com/retrieve/pii/S0092867420302622
https://www.biorxiv.org/content/10.1101/2020.03.30.015990v1
https://science.sciencemag.org/content/early/2020/04/02/science.abb7269
https://www.tandfonline.com/doi/full/10.1080/22221751.2020.1729069
https://www.biorxiv.org/content/10.1101/2020.02.16.951723v1
https://www.biorxiv.org/content/10.1101/2020.03.19.999318v1
https://www.biorxiv.org/content/10.1101/2020.03.11.987958v1
https://www.nature.com/articles/s41594-019-0233-y
https://www.mdpi.com/1999-4915/11/1/56
https://www.tandfonline.com/doi/full/10.1080/22221751.2019.1597644
https://jvi.asm.org/content/92/10/e02002-17
https://www.nature.com/articles/s41467-019-10897-4
https://watermark.silverchair.com/jiy311.pdf?token=AQECAHi208BE49Ooan9kkhW_Ercy7Dm3ZL_9Cf3qfKAc485ysgAAAnIwggJuBgkqhkiG9w0BBwagggJfMIICWwIBADCCAlQGCSqGSIb3DQEHATAeBglghkgBZQMEAS4wEQQMfrSF-QJbUP0sVMtIAgEQgIICJafof5-nhppDd0iHEpCeL6Cj9EZ-OZ08_wwWZsHRR_6P2Gq6VD_dWBfqslKJuAOMNpKUMAahHpiE_tLiJSFzJbv3pnC7LREzDwVpwkZefwhXR9kJHrLF64csqrX3fiVZ_Xr8L0jsSxSYfShn0BmBxvAznx0s7lhRXDnXPBlpboO-O6_r5qY4KdJC2wtiferq1wAq0D36xM7JpkLlo80b0pQsC62JBpY-qNinxfPEGGAnv4iEOz8mzOMURH_TlQxQMumbiC20jNWpU0NEeZb6P9lOc6CWPcOcbCWX3VulfEuGiMGbO05ZqPTyCLfG9It7xvx3lW3iLzohZrf-AZppq7tgHLmtGz1L-_wptJ5rQoJUuixQ6W1ZUu2xcG7fUmxhm7Ig6F_kBt_eq73gYaCr6ZyXz8mEXp-dA1TrLDXpnMEm7XLMuiAIU4WSriK3Mh0SduxEg0nve0YQUrxgdqCykjHdFD_rquvPSDaYwAplc-E9VIsRgy4udNf7_0DuiYrC0RRNbDcEohfPlexcBlEEt5FfCjt3KfR6NCssZARBSK5gCT5wU3GJEiaRuh5KEzp6dVNHZe_bVAq2KVgKwQc1PNsybio2m2URmVOq4s66EYMPWiRNpcNjpGj9nW6s-vgxjb903TEnMmPrn42PH1di-bFp502-3d1ykxJIe7Vjw4akfp5D5WQZBGYwgM2YlwsuidAa6Xx9TWUGzT8GIyiV359twe2_0g
https://www.nature.com/articles/ncomms8712
https://www.nature.com/articles/cr2015113
https://www.biorxiv.org/content/10.1101/2020.04.07.023903v3
https://www.biorxiv.org/content/10.1101/2020.03.15.992883v1
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